The "Results" section, under the heading "HdeB Dimers Form Complexes with Client Proteins at pH 4," also contains errors in which "MDH" was mistakenly used instead of "LDH." The correct text follows: "Moreover, we detected a large species, indicated as HdeB-LDH C (s ϭ 6.8 ϫ 10 Ϫ13 S, calculated molecular mass of 134 kDa), which differed significantly in sedimentation coefficient from the LDH tetramer (calculated molecular mass of 120 kDa) found at pH 7, the LDH monomer found at pH 4, or HdeB dimers (calculated molecular mass of 18 kDa) found at either pH 7 or 4 ( Fig. 3D and Table 2 ). Together with the observation that the HdeB dimer peak significantly decreased in the presence of thermally unfolding LDH at pH 4, we concluded from these results that the 134-kDa species likely represents a complex between HdeB dimers and thermally unfolding LDH tetramers."
Neither the results nor the conclusions of this work are affected by these errors. THE JOURNAL OF BIOLOGICAL CHEMISTRY VOL. 290, NO. 16, p. 9950, April 17, 2015 © 2015 
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